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Wheat Cell-free Protein Synthesis

eldeal for the synthesis of proteins that are otherwise
difficult to biosynthesise

eCan be used in combination with other technologies,
for example protein arrays

e As it retains the three-dimensional structure of the
protein, it also retains the function of the protein.

eCapable of synthesising membrane proteins.

Protein Array

oWith a complete human protein array containing
28,000 human proteins, we are able to carry out
practical drug discovery and interaction analyses.

Proximity Biotinylation Enzyme (AirID)

eInteracting proteins can be labeled with biotin.

eHigh activity and specificity, low cytotoxicity.

eDiscover interacting proteins in living organisms
such as cells, animals and plants

e AirID has a wide range of potential applications,
including the discovery of drug targets.
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Call for joint research and use

We invite applications for joint research projects on proteointeractome analyses based on PROS's world-class technologies such as
wheat cell-free protein synthesis, protein arrays, and proximity biotinylation enzyme (AirID). Travel and research expenses will be
provided for selected proposals. Those who wish to conduct joint research are requested to discuss with PRIME staff regarding the

research content, research expenses, etc. before applying.
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Please refer to the PRIME website for application guidelines, forms and further information.

https://www.pros.ehime-u.ac.jp/prime
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% Professor
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% Professor

The Proteo-Science Center, Ehime University
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Professor and
Director

Life Science Center for Survival Dynamics, Tsukuba
Advanced Research Alliance, University of Tsukuba
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Graduate School of Medical and Dental Sciences,
Tokyo Medical and Dental University
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Cell-Free Sciences
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Biomolecular Engineering

H: A8 3+ F 52

Super-Biomolecular Sciences
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Proteo-Drug-Discovery Sciences
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Malaria Research
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Molecular Parasitology
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Akira Nozawa

Associate Professor

Development of technology for plant growth regulation using compounds
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. . . Molecular determination of virus-host interaction by a wheat cell-free based biochemical
Hirotaka Takahashi Associate Professor approach.
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Atsushi Ogawa Associate Professor | Creation of functional biomolecules and biosystems
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Miwa Sugiura Associate Professor g‘}lgxgtgg;lﬁgﬁ:gélaboratory is to elucidate the molecular mechanisms of energy conversion in
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Hiroyuki Takeda Associate Professor | We are developing technologies such as protein arrays, HTS, and shark VNAR antibodies.
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Eizo Takashima Associate Professor | Molecular malariology for malaria eradication
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Masayuki Morita %ﬁg%gssﬁﬁsmtant Imaging analysis of erythrocyte invasion by Plasmodium falciparum
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Satoshi Yamanaka

Assistant Professor

Protein—protein interaction analysis based on proximity-dependent biotinylation
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Richard Culleton Professor Malariology
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Kazuhide Yahata Associate Professor | Molecular mechanisms of malaria parasite invasion
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Mayumi Tachibana

Assistant Professor

Functional analysis of sexual-stage specific molecules towards the malaria transmission-blocking
vaccine development
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im %ﬁﬁ hi ?(% The regulation mechanism of intracellular signal balance by CRL3 system in tumor and

1gex1 Higashiyama rotessor vascular endothelial cells.
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. 2 Replication stress is a key to understand oncogenesis and to change cancer therapy.

Junko Murai Eemaiogs IFaflonan I mainly working on the SLFN11 a restriction factor for replication stress.
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i I'm studying the molecular mechanisms of genomic instability in cancer cells induced by

Sota Tate Assistant Professor CRLS/SPOD mutation.
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Yuuki Imai Professor Bone metabolism and musculoskeletal diseases
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Hiroshi Sakai Is)ig%ggsﬁ,ﬁswtant Molecular mechanisms of biological homeostasis in skeletal muscle
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Yuta Yanagihara

Assistant Professor

Regulatory mechanisms for the bone growth and cartilage metabolism
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Junya Masumoto Professor Research on analysis, diagnosis and treatment of diseases based on the function of the
¥y inflammasome
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Mie K o Senior Assistant We would elucidate the involvement of the inflammasome in cardiovascular disease from
1e Kurata Professor a general pathology perspective.
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Shinnosuke Morikawa

Assistant Professor

We are exploring the link between molecular mechanisms and morphological changes in various
types of inflammation.
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*Please see our web site for the detail of all the PRIME members.
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About PRIME

PRiME is a newly accredited Ministry of Education, Culture, Sports, Science and Technology "Joint Usage and Research
Center" for the 4th Mid-term Target Period (2022-2027). PRiME is a core center for proteointeractome analysis, which aims
to comprehensively clarify protein-protein interactions from both biochemical and in vivo analyses, which are
indispensable in a wide range of fields in the life sciences, from basic biology to medicine, dentistry, pharmacology and
agriculture. To contribute to the development of life science research in Japan, PROS is promoting joint research using
its unique cell-free protein synthesis and protein interaction analysis technologies. In addition, PROS is actively engaging
in joint research with a number of companies to develop new drugs and diagnostic methods for social implementation.
The Center will further strengthen its collaborative research functions with universities, research institutes, and
biotechnology companies in Japan and abroad, contribute to the development and internationalization of young

researchers. It aims to lead proteointeractome research in Japan.
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PROS Joint Research Program for Protein Interactome (PRIME), Ehime University
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Bunkyo-cho, Matsuyama, Ehime, 790-8577, JAPAN E E
Tel:089-927-9686 '3
E-mail:prime@stu.ehime-u.ac.jp
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